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A Facile Detection of Verotoxinsby Quartz
Crystal Microbalance

An artificial glycolipid was designed and
applied to quartz crystal microbalance technique
for the detection of verotoxins produced by
highly toxic bacteria: Escherichia coli O-157.
We have successfully detected both types of
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verotoxins (type-1 and 2) within 30 —40 minin
crude sample solutions and to determine the
binding constants, associate and dissociate
constants.

The QCM system for the detection of verotoxins
produced by pathogenic bacteria: O-157.

Gene Clusters Responsible for
DHA and EPA Biosynthesis

- New Genetic Resources Found in Marine Bacteria -
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DHA-producing bacterium
[ Moritella marina strain MP-10
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